1/29 




cut EcoRI 
ligate 

EcoRI NotI 
EcoRI 
linker + 
religate 



(pPURj 



I Rr. 



BamHl 



cut 

BamHl 

+ 
Notl 




BamHl 



Notl 



Notl 



BamHl 




HSV-tk 



PCR 



clone into 
TEasy 



@ BamHl & poly A excise 
poly A (Notl) BamHl + Notl 

fragment 



BamHl 
L= ^v| HSV-tk 

— 



-Notl 




ligate 



BamHl 




4.1 Kb BamHl fragment (Ca3*) locus(MUSTCRA) 
BamHl 



Cut with 
BamHl 



BamHl 

PCa3'f 
(89821) 



mu genomic DNA 



PCR 



PCa3'r 
(93986) 



cut BamHl 



Ca3' 

BamHl BamHl 
!»)))»>» I 
4.1Kb 




ligate 



screen for 
orientation 



FIG. 1 OVERVIEW 



BamHl 
(89821) 

'pPURtk\ Ca3 

Ca3' i (89821 

(9.7Kb)/ -93986) 

BamHl 
HSV-tk (93986) 



> 



2/29 



4.8 Kb Ndel fragment (Ca5') locus MUSTCRA 
MM (8 1274) 



mu genomic Ndel (86066) 
^ DNA ^ 

PCa5'f PCa5'r 

\ PCR . 

cut Ndel 



Bamm 



Ndel 




HSV-tk 



BamHl 



Ca3' 
Ndel Ndel 
I »)»)))» I 
4.8Kb 



cut 



Ndel 




screen for 
orientation 



Bamm 



Ndel 



probe A 
location 



Ca5' 
(81274- 
86066) 




Ca3' 
(89821- 
93986) 



Bamm 
Ndel HSV-tk 



FIG. 1 OVERVIEW 



CONT. 



4/29 



Mcr I (87285) 
Bsi EI (87285) j 

Intron 5 

Asn I (86782) 

Ase 1 (86782)| 
Eco RV (86324) , 

|cTalpha exonl 

Psp 14061(86223) 
Nae 1(85216) 
7VgoMI(85214) 
5amHl(85067 
Ssp I (84915) 
£co RV(84852)' 
Hga 1(84455) ' 
J-alpha TA26 
Misc Signal 96 
Misc Signal 95 
Sna BI(82943) 
J-alpha ps3 
Sac 1(82422 
Eel 13611(82420) 
CSB-1 
Mun 1(82109) 
^1(82109) 
J-alpha new15 
Misc Signal 94 
Misc Signal 93 
Bgl 1(81693) 

Apa 1(81375)' 
Bsp 1201(81371)' 
3/rI(81362 
4/711(81362) 

\Nde 1(81274) 

Mre 1(81089 
5ma 1(81050) 

Ama 1(81048). 
Asn 1(81002 
1(81002) 




Ic-alpha exon2| 
Alw 441(87796) 
UpaU (87796) 
| Sno 1(87796) 

|MieI(88022)| 

I Intron 6 

j Ssp 1(88325) 
\ Sph 1(88471) 

|C-alpha exon3] 
1(88659) 
Intron 7 
^cc III (89005) 
BseA Al (89005) 
Bsp EI(89005) 
Mro 1(89005) 

C-alpha exon4| 



Poly A Signal 2 
sil-ll 

Sap 1(90380) 
Sap 1(90946) 
Pae R7I(90976) 
Xho I (90976) 
Pad (91016) 
| Bgl 1(91 309) 
Nhe 1(91379) 

Psp 14061 (91970) 
Bst 11071(92100) 
Pae R7 1(92629) 

Xho 1(92629) 
Sil-1 

| Enhancer 1 



Ngo MI(93299) 
Nae 1(93301) 
,4/711(93651) 
Bfr 1(93651) 
Ba/nHI(93986) 
5/7/7 1(94594) 
M-w 1(94594) 

oH-H 



Fragment of muTCRa, 5 locus (MUSTCRA) 
14512 bp (molecule 94647 bp) 



FIG. 1B 



3/29 




o 

Q. 

E 
< 



5/29 




6/29 



£ g ~ 2 » 

5 W w 



OO 



CO 
CM 
CO 





1 


* 




CM 

o> 

CM 


r 

# 










< 


i 




>- 


On 








O 






a 

I 




V40 




CO 





vo 

vo 



CO 
CO 

o 

CO 
00 

gco 

~CM 
-pCO 



o 




CM 
CO 
CD 
CO 



3 - 

o<3 



CO 
CO 

o> 

CO 



vo 
o 
oo 



oo 
o 



5 



Co / 



I 



so 








(296 


2966 
< 


918) 


N 
OO 
»— « 1 






<n 


ON 














>— « 








CO 


< 






y40, 





cm 
co 



CO 
CO 
CD 

a: 

c 

"o 
"5. 
E 
< 



CD 
ll 



Nco 1(83568 

J-alpha TA26 
Pst 7(83415) 

Misc Signal 96* 
Misc Signal 95 
Tag 7(83147 
Tha 1(83126; 
Mm 1(83126) 
&a 1(83080 

Sna Bl(82943 
J-apha ps3 

Xmn 1(82850 
700(82850 

fa? 1(82844 

#5/1(8268} 

P/w 101(82679) 
Mjc 1(82432), " 

M«NI(82432 
Eae 7 1(82430)' 
Sac 1(82422 
£c/ 13611(82420) 
&p 1(82416 
Ce/ 11(82416 
Bpu 11021(82416)] 
fo;>6321(82254) 
CSB-1 
Mot 1(82109) 



7/29 



Me 1(82109 
SecAI(81978) 
J-alpha newl 
Misc Signal 94l 
Misc Signal 93 
5^71(81693) 
Hpa 1(81670 
Ksp 6321(81613 
Spe 1(81595) 
rr/r 111I(81550 J 
^1(81550 
Beg 1(81491) 
/Jpal(81375 ' 
Bsp 1201(81371) 
Bfr 1(81362)1 
11(81362 
Pm/ 1(81333) 
Pma CI(81333) 
BZ>rPI(81333), 
4/J 111(8 1332) 
Me 1(81274) — ^ 




7fcrGI(83840) 
&/>BI(83840) 

Hga 1(84455) 
'M7I(84476) 
foaWl(84505) 

^71(84560) 
"M>mI(84602) 
77ial(84602) 
77/nPl 1(84602) 
;/oI(84604) 
1(84604) 
5erAI(84734) 
W/I(84764) 
" Ssp 1(84915) 
' BamHI(85067) 



Probe a 
fragment 

'Pur 
f6061- 
85723 
(HindDI) 



11(85074) 
rcwl(85098) 
7VgoM(85214) 
}Nae 1(85216) 
to/36I(85305) 
PvwII(85500) 
' Sea 1(85689) 
',77mrfm(85723) 

7*spHI(85906) AWelsite 

kca 1(85906) inserted 

TVco 1(86209) @86061 
' /Pip 14061(86223) 
II C-alpha exonl 
I P/7MI(86290) 
I /Van 91 1(86290) 
JJ/Hindm(m%) 



Fragment of muTCRa, 5 locus (MUSTCRA) 
5160 bp (molecule 94647 bp) 



FIG. 1D-2 



Aflll 

pGT 

N28 



SpS^co^Noa ^ 



Hindlll, Mfel, Aflll 




Spel 



\f\G. 2D| 



Fragment of muTCRp locus 3 

(154275) (157517) Cbetal 
mu genomic DNA cut w/ BamWl uul ^ 

- ligate BamKl/Notl EcoRI 

. — , linker 

| FIG. 2A, 2B 




8/29 




BamUl 



cut 



BamHl + Notl 
Noil HSV " tk 

|FIG. 1A[ 



isolate 
HSV-tk 
fragment 



Fragment of muTCR0 locus 3' 
~3.4Kb 

Hindlll C b3- HindIH cut 



(168778) 



I mu genomic DNA 

Cbetdl 

| FIG. 2A, 2C| 



(172161) Hindlll 



Cut EcoRI + M>/I 
ligate, screen for 
orientation 



EcoRI 4pNeoCb5') 
(157517)^ (7.7Kb) 

Noil 
BamUl (154275) 

Cut BamHl + Notl 
ligate 






Cut with 
Hincffll 
ligate, screen for 
orientation 

HindHI (168778) 



Hindlll 
Notl 

HSV-tk 



EcoRI 




(172161) 
Hindlll 



Notl 

BamHl HS V-tk 



FIG. 2 OVERVIEW 



FIG. 2A 

+ ^1111(16133*) 

^RV(I599X6) 
®Sf*l(15WS) 
^oR/(J59739)| 
CRegion(TCRBCl)f 

C0S(TCRBC1)14 
✓ ^1(159001) 

"epeaf Region 166? 
Repeat Region J65 
•&>RV(156336) 

/, CDSfTCRBJlS6)l 3 ; 
/JSegmenf(rCRBJ1S6)6 

. cosfTCRa/isaii 

J Segmenl(TCRBJl^ 5 
.. CDSfTCRBJlS4/lt 
JSegmenf(TCRBJlS4)4 

. COS(7CRBjjS3)t 0 
JSegment(TCRBJiS3).3 

.„ COS(TCR8J1S2)8 
JSegmen((TCRBJlS2 2 
•^RV(1540|Jj 
, COS(rCRBJfSt)68' 
JSegmentfTCRBJiSDj 

D + ^i/Jf(J52435) 
Repeat Region J64 < 

D «/I(J5J087)» 
+ «*IUI(J50766>\ 
•&»*V(1507J6)» 

Repeat Region 163 y 
Repeat Region 161 



WOO* bp (nwtecute i«i2fij 



DSegment(TCRBD2)2 
,&»RV(I626W). 

j£oW(l62809y 

|pSegmenf(TCR8J2S2)8 
PS(TCRBJ2S2)16 

MSegment{TCRBJ2S5)1l 
C0SfTCRBJ2S5j1 9 
JSegment(TCRBJ2S6)l2 

AwHI(I64705) O 

1 /MHI(164857)0 
'Ml(I64964) ✓ 

//Repeat Region 167 
f/f"R/(I65835)^ 

]\windm(mm)Q 

' , '^oRV(t65945). 

tel67385) 
P*Jil/(167506)+ 
FDS(TCRBC2)21 
f/C Region (fCRBC2) 21 

7^RV(I68370). 

iWindimmma- 

Repeat Region 168 
%W(i71053)O \ 
fmi(17U29) \ 
Wffi(I72J61)D-i 
//MJ72273)© 
&oRV(172402). 
Repeat Region i6o 




(D_^8*(g) 



FIG. 2B 



Ssp 1(1 56469, 
Wra 1(156395' 
&a 77/(156387)' 

_j/Enns. 

&pBI(156229 
&rGI(154U9; 
&cI(IS6083' 
£c/ 13611(156083' 

M" 

MMKI55383 
m 11 11(15383; 
CDS(TCRBJ1S6)13 
JSegmentJTCRBJ1S6)6 



Misc Recombl 
Misc Recomb 
MiscRecomb 



Misc 



CDS(TCRBJ1S3 

oina 
Xma 1(154402 
MiscRecombaCRBJ1S3 

EcoNI(15422 
CDS(TCRBJ1S2 



J Segment] 
MiscRecoml 
Misc Recom 

MiscRecombfTi 
CDSU 
J Segment 
Misc Recoml 
Misc RecomL 
MiscRecomb 



JRBJ1. 
.^/CRBJISI 
fa 1(153920 

ifn(i5392o; 

Xba 1(153885 
Mam 1(153666) 
Bel 11(1 53648)' 
M(153421) 1 
MiscRecombaCRBOr 
Misc Recomb(TCRBD1 
Misc Recomb(TCRBD1 




10/29 



»n(i5564i: 

TCRBJ1S6)24 
TCRBJ1S623 
TCRBJ1S6C2 
.jq 7(1552107 
CDS(TCRBJ1S5)12 
JSegment(TCRBJ1S5 
MiscRea)mb(TCRBJ1S5 
MiscRecomWTCRBJI 
MiscRecombaCRBJI-^ 
CDSfTCRBJTS4 1f 
JSegment(TCRBJ1S4 4 
JSegmentfrCRBJ1S4 18 
JS^menirrCRBJ1S4| 7 
JSegmenlfrCRBJ1S4il6 
&oM154812 
SdA W154OT1 

Afoell- 

T154448 



7an M056.654) 
RepeatKegion 165 
Repeat Region 166 

' 'vrD(l57364) 
\Bin 1(157364) 
% 1111(15741 



;crbjis: 

CRBJ1S2, 
"CRBJ1S2 
15407 
I1S2 



. v -.!04) 

Eco RI057517Y _ 
Ace 6510580631 
^718(158063) 
JfonWimTOetay 
Itor PK158419) 
&aAI(158419) 

6(158419) 
/W 1(158419) 
Bpu 11021(158426) 
&/ 11(158426) 
£sp 10584261 
#e 1(158537) 
» 1(1587641 
/ccfflil58 ( 

fc0"58904j 
" Gl(158944) 
JBIC158944) 
1 1(159001) 

CRegion(TCRBC1) 1 

foain59243L 
Mam 1(159717) 

Wm» 1(159739)' 
Rca 1(1597431 
Dra 1(1(159788) 
Spe 1(159865) 

Fragment of muTCR Cb1 5' region 1 53300 - 1 59747 

6700 bp (molecule 1 99101 bp) 



Mfe 1(170329) 
AWeI(l7031o] 
&pBI(169803j 
BjrGI(1698031 
Sap 1(169789) 
Repeat Reg ion 168| 
Pvu 11(169114) 
Tth 1111(168881) 

LAsp 1(168881) 
/find 111(168778) 
Esp 1(168673] 
Ce/ 11(1686731 
Bpu 11021(168673)1 
Cbeta2_//p fl 1(168433) 
Mam I(168372)j 
Bsa Bl(168372j 
Bsm 1(168110) 
Drd 1(167790) 
CRegion(TCRBC2)2| 
CDS(TCRBC2)21 
Tth 1111(167506) 
^I(167506| 
Bfr l(167423)| 
Aflll(167423| 
Mun 1(1673851 
Mfe 1(167385) 
Bel l(167301)| 
BstXI(167290| 
Sea l(167226)| 
Spe 1(167221 j 
Beg 1(167049) 
Esp 1(166938)' 
Cel 11(166938) 
fipe 11021(166938) 
Pm/I(166931)> 
Pma Cl(166931)^ 
Bbr P1(166931) N 



11/29 



Hpa 11(170789) 
M/> 1(170789) 
ATd 1(170790) 
BomHI(171053) 
Ah #1(171092) 
v4paLI(171092) 
:no 1(171092) I 
M/e 1(171129) — ' 
M/n 1(171 129) 
&a 1(171609) 

&jp 1(172132) | 
ffim/ID(172161)— ' 
Spe 1(172273) 

Bsr BI(172835) 
&fXI(173100) 




I Repeat Region 169 
ZforGl(17330O) 

[sspBI(17330O) 
' flra 01(173427) 

Pvu 11(173946) 
/Pst 1(173951) 
f&m 1(173958) 
Pst 1(174061) 
Dra 111(174130) 
^Hpa 1(174193) 



Fragment of muTCRbeta locus 3' rz\r* OC* 
7439 bp (molecule 199101 bp) » lo . 



13/29 




15/29 



Markers/ 



Components 



0(Kb) 



100 



200 



300 



400 



500 



600 



700 



800 



900 



1000 



- AE000658. 1 , 250529 bases (UWMSC) 
[cosmid] clone XXcos-Miscl, 14ql 1.2 



-AE000659.1, 251199 bases (UWMSC) 
[cosmid] clone XXcos-Misc_2, 14ql 1.2 



-AE000660.1, 251 124 bases (UWMSC) 
[cosmid] clone XXcos-Misc_3, 14ql 1.2 



-AE000661.1, 247877 bases (UWMSC) 
clone, 14ql 1.2 



-AE000662.1, 71 153 bases (UWMSC) 
clone, 14ql 1.2 



FIG. 



16/29 




17/29 



TCRAV9S1 
mRNA(TCRAV9S1)5 
TCRAV9S1 

Pm 1(66396) 
&/ 1(65412/ 

Not 1(6350 
A™ 111(6350 

Eag 1(63506)1 
^viD(62469)f 

TCRAV8S1 
TCRAV8S1 
mRNA(TCRAV8S1)4, 
TCRAV8S1 
^wn(52004) 
Sbfl(Sse8387l)(45552) 

TCRAV7S1 
mRNA(TCRAV7S1)3 
TCRAV7S1 

^vi 0(37217) 
XmWQffll) ! 
£ogI(36281| 

TCRAV6S1 
TCRAV6S1 

mRNA(TCRAV6S1)2 
TCRAV6S1 



TCRAV5S1 

An H(5109) 

TCRAVSsJ 
mRNA(TCRAV5S1)1 
TCRAV5S1 




Sbfl(Sse8387i)(80694) 

TCRAV10S1 
mRNA(TCRAV10S1)6 

TCRAV10S1 
TCRAV10S1 
TCRAV11S1 
mRNA(TCRAV11S1)7 

Pm 1(85104) 
Sfi 1(95360) 
TCRAV12S1 
mRNA(TCRAV12S1)8 

[TCRAV12S1 
TCRAV12S1 

TCRAV8S2 
mRNA(TCRAV8S2)9 
TCRAV8S2 
TCRAV8S2 

TCRAV8S3 
mRNA(TCRAV8S3)10 
TCRAV8S3 
TCRAV8S3 

Sbfl(Sse8387l)(1 16211) 

Pm 1(118460) 
Sbfl(Sse8387l)(121841) 
TCRAV13S1 
mRNA(TCRAV13S1)11 
TCRAV13S1 



1 TCRAV13S1 

Pm 1(133818) 



m 



Fragment of HUAE000659 
136312 bp (molecule 251 199 bp) 



FIG. 4C 



18/29 



&/I(2l7l3) 
Sbfl(See8387lK16962)\ 
TCRAV19S1 ' 
TCRAV19S1 1 
mRNA(TCRAV19S1)3 
TCRAV19S1 
TCRAV18S1 
mRNA(TCRAV18S1)2 
TCRAV18S1 
TCRAV17S1 
TCRAV17S1 
mRNA(TCRAV17S1)1 
TCRAV17S1 



TCRAV22S1 
mRNA(TCRAV22S1)6 
TCRAV22S1 
yfo 11(78757) 

Sbfl{Sse8387l){80779) 
hADV23S1 
mRNA(hADV23S1)7 

hADV23S1 
hADV23S1 
hDV101S1 



TCRAV21S1 
[mRNA(TCRAV21S1)5 
TCRAV21S1 

ITCRAV20S1 
\TCRAV20S1 

mRNA4 
1TCRAV20S1 



mRNA(hDV101S1)8 
hDV101S1 

j^g 1(105212) 
AiwaIII(ia5212) 
Eag 1(105246) 

Jfow 111(105246) 
TCRAV24S1 
mRNA(TCRAV24S1)9 
CDS(TCRAV24S1)1 
TCRAV24S1 

TCRAV25S1 
mRNA(TCRAV25S1)10 
TCRAV25S1 
TCRAV25S1 
Pme 1(118213) 

M 11(123253) 
1(126056) 
J&naIII(126056) 
CRAV26S1 
RNA(TCRAV26S1)11 
TCRAV26S1 
M 11(133416) 

\ 



1 B BB 

Fragment of HUAE000660 
134892 bp (molecule 251 124 bp) 



FIG. 4D 



19/29 



LU 




£ <C 



20/29 




22/29 



Markers, 



Components 



OKb 



100 



200 



300 



400 



-U66059.1, 267156 bases (UWMSC) 
[cosmid] clone, 7q35 



-U66060.1, 215422 bases (UWMSC) 
[cosmid] clone, 7q35 



500 



-U66061.1, 232650 bases (UWMSC) 
[cosmid] clone, 7q35 



600 



700 



-AF107256.1, 46343 bases (1MB) ^_ 
[BAC] clone BAC_C3, 7q36 p | Q 



lnlJOD(RY3)3 

blrDo(TRY3)4 
Exon(TRY3)5« 



Tiypsrogavfte pseudogene 



Trypsinogen-Re pseuclogene 



Trypstnogen-like pseudogene 



Trypsinogen-like pseudogene 



iene 



Dopamine^eWiydroxylase^te pseudogene 



Sbfl(Sse8387IK35077) 



Dopamine-befehhydroxylase-like pseudogene 
Dopamme-beta4tydroxyl3se-like pseudogene 
Sbfl(Sse8387l)(24337) 

ii miiii i ii i iii 



Emt([RY]p 

CDSpY3)l 
Era<nM)2 
[ntoM<TRY3)l 



23/29 



TCRBV27S1 V 
CDS(TCRBV27S1P)2 
TCRBV22S1 ✓ 
COS(TCRBV22S1A2N1T)3 



ITCRBV9S1 
COS(TCRBV9S1A1T}4 
TCRB7S1 / 
CDS(TCRBV7S1A1NZT)5 
Sbfl(Sse83871K107291) 

TCRBVSSI^ 
COS(TCRBV5S1A1T)6 
JtiiJIQ 19844). 



TCRBV13S3 v 
COS(TCRBV13S3)7 
TCRBV6S7 
COS{TCRBV6S7P)8 
Sbfl(Sse8387lX131793) 
' £flgl(137928) 
Jeroini(137928) 

"CRBV7S3^ 
CDS(TCRBV7S3A2T)9 
TCRBV13S2/ 
COS(rCRBV13S2A1T)tO 



fie 1(148837) 



k Fsel 



TCRBV9S2 

COS(TCRBV9S2A2PT)11 
TCRBV7S3 

CDS(TCRBV7S2A1N4T)12 

mm 



E3 B B 



Q 
0 



B B 



Fragment of U66059 
161934 bp (molecule 267156 bp) 



FIG. 5B 



FIG. 5C 



COS(TCRBVBS6A2T)tO 
TCRBV6S6 
TCRBV13S7 
CDS(TCRBV5S2)9 
TCRBV5S2 
COS{TCRBV6S3A1N1T)8 
TCRBV6S3 
Sbfl(Sse8387ipi79) 
Sbfl(Sse8387ip98)] 
COS(TCRBV13S8P)7l 
TCRBV6-7 1 
CDSfTCRBV5S3A2T)8 
TCRBV5S3 



C0S(TCRBV6S9P)5 
TCR6V6S9 
Sbfi(Sse8387IX29067) 
CDS(TCRBV13S6A2T)4\ 
TCRBV13S6 
COS{TCRBV5S6A3N2T)3 
TCRBV5S6 
COS(TCRBV6S8A2T)2 
TCRBV6S8 
Sbfl(Sse8387IX10211) 
C0SfTCRBV13S1)1 
TCRBV13S1 




TCRBV5S7 
COS{TCRBV5S7P)11 

TCRBV13S4 
COS(TCRBV13S4)12 
TCRBV6S2 
CDS(TCRBV6S2A1N1T)13 
Sbfl(Sse8387IX94302) 
TCRBV5S4 

CDS(TCRBV5S4A2T)14 
Sbfl(Sse8387!X97590) ; 
JviP355) 
&f 1(103713) 
TCR6V6S4 



24/29 



MttHH 



CDS(TCRBV6S4A1)15 
TCRBV23S1 

COS(TCRBV23S1A2T)16 
TCRBVI2S1 

CDS(TCRBV12S1A1N2)17 



I TCRBV21S2 
fCDS(TCRBV21S2A2)18 




TCRBV8S1 
CDS(TCRBV8S1)19 



=> 



Fragment of U66060 



141491 bp (molecule 215422 bp) 



25/29 



FIG. 5D 



PolyASignal(TRY8)5 
mRNA(TRY8)5 
CDS(TRY8)16 

Sbfl(Sse8387l){174438) 
Aip 1(168250) 
PolyASignal(TRY7)4 

CDS(TRY7)15 
mRNA(TRY7)4 
Sbfl(Sse8387IX164163), 
Po!yASignat(TRY6)3 

CDS{TRY6)14 
mRNA(TRY6)3 
Po!yASignal(TRY5)2 
CDS(TRY5)13 
mRNA(TRY5)2 
Sbfl{Sse8387l)(1 43486) 

Sbfl(Sse8387IH142616), 
PofyA Signal 1 
eOS(TRY4)12 
mRNA(TRY4)1 
Sbfl(Sse8387l)(132567) 
Sbfi(Sse8387l)(1 31721 ) 
$1(126748) 




i*w 11(185158) 
DSegment(TCRBD1)1 
JSegment(TCRBJ1S1)1 
JSegment(TCRBJ1S2)2 
JSegment(TCRBJ1S3)3 
JSegment(rCRBJ1S4)4 
JSegmen!(TCRBJ1S5)5 
JSegment(TCRBJ1S6)6 
CDS(TCRBC1)17 
CRegion(TCRBC1)1 
PolyASignaI(TCRBC1)6 
.DSegment(TCRB02)2 
JSegmenl(TCRBJ2S1)7 
JSegment(TCRBJ2S2)8 
JSegmenl(TCRBJ2S3)9 
JSegmenl(TCRBJ2S4)10 
J SegmentfTCRBJ2S5)11 
JSegment(TCRBJ2S6)12 
JSegment(TCRBJ2S7)13 
CDS(TCRBC2)18 
CRegion(TCRBC2)2 S 
PolyASignal(TCRBC2)7 
TCRBV20S1 

COS(TCRBV20S1A1N2)19 



♦ ♦ 



i 



Fragment of U66061 
109812 bp (molecule 232650 bp) 



8 



26/29 



Pme 1(28559) 

top 1(31582) 
Sbfl(Sse8387l)(31663) 
p 1(31701) 



&/ 1(9961)^^ 

^iiiiMin i mis - 



fcc 1(31745) 



:on(EPHB6)1 
1(31938) 
top 1(32236) 



Exon(EPHB6)2 
Exon(EPHB6)3 

mRNA(EPHB6)1 
Exon(EPHB6)4 
Exon(EPHB6)5 
Exon(EPHB6)6 
Exon(EPHB6)7 
Sfi 1(41295) 
' Exon(EPHB6)8 
Exon(EPHB6)9 
CDS(EPHB6)1 
CDS(EPHB6)10 
yJw 0(43443) 
/Exon(EPHB6)11 
Exon(EPHB6)12 
Exon(EPHB6)13 
Exon(EPHB6)14 
Exon(EPHB6)15 
Sfi 1(45394) 
5/1(45403) 
'Exon(EPHB6)16 



+-f 



JJJ 



III I I I IU| 



§ D 



AF107256 
46343 bp 

FIG. 5E 




28/29 



x 

a: 
o 
i- 

=3 



CM 



CO 
O 



o 

CP 

> 

c 
o 

2 

O 



LO 




LU 



29/29 



Germline V-Gene 
5' 



L-PART 1 



L-PART 2 V-REGION 



5'i - DNA 



N 3'i-DNA 



V-INTRON 



V-EXON 



J 



Rearranged DNA V-D-J-gene 



5'* 



5'i -DNA 



cDNA sequence 



L-PART 1 

— VsT* — 



D- REGION 
L-PART 2 V-REGION J J -REGION 



JUNCTION 

I 



V-INTRON 



V-EXON 



V-D-J-REGION 



V-D-J-EXON 



L-V-D-J-C-REGION 



V-D-J-C-REGION 



CAP SITE 



L-REGION V-REGION 



5' 



D- REGION 

| J -REGION C-REGION 



i i 

JUNCTION 
I 



V-D-J-REGION 



L-V-D-J-REGION 



3'i-DNA 



3' 



Legend 

B Acceptor splice 
or donor splice 

— H: heptamer 
=• N: nomamer 

— S: spacer 

# J-TRPorJ-PHE 

N regions 



FIG. 6 



